MEAN= 11,2 STD.DEV. = COEF.VAR.= 21.48 %
FEFFEFRRAETTHIRFRARK AR R R RRRF LR A A AR AR R R A H R IR LRI R AR RRA BRI R R R RS R FF AR H R RN ¥

SE

A4 ZAA BG
PEAE HEICHT (ARSOREANCE) 0,022 0,010 0.020
PEAE AREA {(AES-SECONDS) 0.044 0,006 0,038
READ: -0.5
Al P AYAY EC
PEAK HEICHT {(ARSOFBANCE) 0,022 0,010 0,020
FEAE AREA {(ARBRS-SECONDS) 0,043 0,006 0,037
it GO e TR e N
MEAN= -0.= STD,DEV, = COEF . VAR, = B2:89 %

HEEEHAEF AR A A E R AR AR FEF R AR R AT AR AR RA SRR IR FERFRERTAH TR ER AR RFEEER
SE

AA ZaA BG
PEAK HEIGHT (AESORBANCE) 0,075 0,051 0.02;
PEAK AREA (AES-SECONDS) 0,067 0.029 0,038
READ: 10,6

AR zZAA EG
PEAK HEIGHT (ABSORBANCE) 0.079 0,051 0,020
PEAE AREA (ABS-SECONDS) 0.069 0,027 0,041
READ: 8.7 /0/% 303 +/0
MEAN= 10,1 STD.DEV. = COEF.VAR.,= 6.12 %

R R R R T LY
SE

AA ZAA BG
PEAK HEICHT (ABS0REBANCE) 0.031 0.012 0.026
PEAK AREA (AES-SECONDS) 0.068 0,006 0,062
READ: -0.4

AR ZAA BG
PEAK HEIGHT (ABSORBANCE) 0.044 0,014 0,033
PEAEK AREA (ABS-SECONDS) 0.095 0.010 0.08B5

oo o O L I
MEAN= 0.6 STD,DEV.= COEF. VAR, = 99,89 %
.——-

EFREIEERFAFEA TR EFFAFEXF R FE I FFRFFF X RFHHREFHFF AR REREFFFERFRERXFXREREAER R RS

Al 4
SE
A4 ZAA BG
PEAK HEIGHT (AESOREANCE) 0.054 0,032 0.021
PEAK AREA (ABS-SECONDS) 0.043 0.016 0.029




&
PEAK HEIGHT (ABSORBANCE) 0,074 0,040 0,040
PEAK AREA (ABS-SECONDS) 0,115 0,025 0,090
READ: 8,5 (05% 304+)0
MEAN= 6,5 STD.DEV. = COEF.VAR.= 43,42 %

HHEEFFERFHR A FEFRAERRRER LR LR AR RA R FAF RS FHF R AR AR AR R AR LR FF LR E RIS R RFERREREH
SE

AA ZAA EG
PEAK HEIGHT (AESOREANCE) 0,073 0,048 0,032
PEAK AREA (AES-SECONDS) 0,083 0,022 0,062
READ: y
AA ZOA EG
PEAK HEIGHT (ABSORBANCE) 0,072 0,044 0,032
PEAK AREA (ABS-SECONDS) 0,077 0,021 0,056
READ: B8 52-7WQ9
MEAN= 6.8 STD,DEV, = COEF.VAR:= &¢24 %

HEEAFREF IR IR IR LR LA R AL FFARFRFF IR FERFFERFE AR EXFRRFEFFRRFFAR AR AR EEE R AR REEER
SE

fara ZAA EG
FPEAK HEICGHT (ABSOREANCE) 0.020 0.010 0.018
FPEAE AREAS (ABRS-SECONDS) 0,039 0,006 0,033
FEAD: =03

Al ZAA B
FPEAK HEICGHT (ABSORBANCE) 0,021 0,010 0.015
PEAK AREA (ARS-SECONDS) 0.035 0.006 0.02
READ: -0+9 é;é/ w‘ CQQ &UP.CO>
MEAN= 0.5 STD.DEV.= COEF. VAR, = Z2.94 %

HFERFFERFREHF R R R R R FEREFEF R R R RFRFFHSFF IR AR REHFRFLFRFAERFF AR R R R R FRFRAE R AR
SE

aA ZAA BG
PEAK HEIGHT (AESOREANCE) 0,292 0,212 0.083
PEAK AREA |ABS-SECONDS) 0,147 0,088 0,059
READ: 36,4

AA ZAA BG
PEAK HEIGHT (ABSORBANCE) 0,300 - L 220 0,080
PEAK AREA (AES-SECONDS) 0. 146 0,085 0.061
READ: 35,0 3/Q- Conh C&Q ez CE’)‘O)
MEAN= 2852 | ' BTD.DEVs COEF,VAR.= 2,52 %

FEERE XA ERE X LR LR R LA R AR FAREFRAF R AR RFII AR R AT F AR A FRE AR RRER A AEE

35
20’2
SE
ad Z6A BG
PEAE HEICHT (ABSOREANCE) 0,142 0:100 0.044

PEAK AFREA (AES-SECONDS) 0.108 0,030 0,058



READ: 20.0

AA ZAA EC
PEAK HEICGHT (ABSOREBANCE) 0,143 0,096 0,048
FEAK AREA (ARS-SECONDS) 0,114 0,042 0.071
READ: 65 )4 27+0
MEAN= 18:.3 STD.DEV. = COEF.VAR.= 12,82 %

HEEFFRFH R THREETHRFFF R R R FRFFFRF R R R A RS E R R SR B H L LR R FFRRERRR R AR FFERFRFREREFREEE RN
SE

a4 ZAA BG
PEAK HEIGHT (AESORBANCE) 0,023 0,010 0,016
PEAK AREA (AES-SECONDS) 0,035 0,009 0,027
READ: 1.0
an ZAA BG
PEAK HEIGHT (ABSORBANCE) 0,020 0,012 0.017
PEAK AREA (ABS-SECONDS) 0,035 0,009 0.026
READ: 18 £ 3 Conk. Cal. Bk (22)
MEAN= W STD. DEV. = CORE.VARi= 6417 %

EEERFRFEERREREXERE R RRF R AL E AR RS F LR R R AR TR R R F S HFERFEFFFF AR FF AR R FEEF A
SE

AA ZAA BC
PEAK HEIGHT (AESOREANCE) 0,298 0,22 0,077
PEAK AREA (ARS-SECONDS) 0,142 0,087 0,055
READ: 35,9
AR ZAA BG |
PEAK HEIGHT (ABSOREBANCE) 0,204 0,228 0,076
PEAK AREA (ARS-SECONDS) 0. 141 0,090 0,051
e | | s B Cond.Cod. SH. (35D
MEAN= 36.6 STD,DEV, = COEF.VAR,= 2,60 %

HEEEHEAREERFEEEEN AR AR EA K EF A A A AT IR I F RS FF A AR AR AL IR L F AL EF AR FFAFFERFFRF R

- 273



Eiement File: AS_CLP Element: AS

Date: 11/43/87 Time: 19:43

Data storage Fila: As_agata ID/7weight File:

Technigue: HGA Calibration Type: Linsar

Sample I1D: Blank sequence No.: 00001 sampler Position: 1
Peak Area (A-35): =-0.001 Peak Hsight (A)Y: 0.010
Background Pk Area (A-5): 0.034 Background PK Height (A): 0.019

Blank Corrected PK Area (A-35): -0.001

Peak Area (A-s): -0.001 Peak Height (A): 0.010
Backdground Pk Area (A-3): 0.031 Background PK Height (A): 0.021
Blank Corrected PK Area (A-s): -0.001

Mean PK Area (A-5): -0.001 SD: 0.0003 RSD(%): 27.6

Auto-zero performed.

e a e B

Sample ID: Standard 1 sSeguence No.: 00002 Sampler Position: 2
Peak Area (A-s5): 0.071 Peak Height (A): 0.102
Background PK Area (A-s5): 0.036 Background PK Height (A): 0.024

Blank Corrected PK Area (A-s5): 0.072

Peak Area (A-35): 0.079 Peak Height (A): 0.124
Background PK Area (A-3): 0.038 Background PK Height (A): 0.020
Blank Corrected PK Area (A-s5): 0.080

Mean PK Area (A-s5): 0.076 SD: 0.0054 RSD(%Y: 7.1
Standard numbber 1 appitied. L 2001

Sample 1D: Standard 2 Seguence No.: 00003 Sampler Position: 3
Peak Area (A-s): 0.132 Peak Height (A): 0.189
Background PK Area (A-35): 0.039 Background PK Height (A): 0.027
Blank Corrected PK Area (A-s): 0.133

Cconcentration (ug/L )¢ 35.0

Peak Area (A-s5): 0.129 Peak Height (A): 0.193
Background PK Area (A-s5): 0.037 Background PK Height (A): 0.027
Blank Corrected PK Area (A-s5): 0.130

concentration (ug/L s 34.3

Mean Conc (ug/L ): 34 .6 Sb: 0.58% RSD(%): 1.6
standard number 2 applied. L 35.01

B I T O R R i e e I e e

Sample iD: Standard 3 Sequence No.: 00004 Samplier Position: 4




Peak Area (A-s): 0.182 Peak Height (A): 0.268

Background PK Area (A-s): 0.046 Background PK Height (A): 0.030
Blank Corrected Pk Area (A-sS): 0O.184

Concentration (ug/L oM 48.7

Peak Area (A-s5): 0.190 Peak Height (A): 0.259
Background PK Area (A-5): 0.045 Background PK Height (A): 0.032
Blank Corrected Pk Area (A-s): 0.191

concentration (ug/L 2 Q0 .7

Mean Conc (ug/L ): 49 .7 sD: 1.38 RSD(%): 2.8
Standaradg number 3 appl ied. L o0 101

sampile IR 2 Seguence No.: 00005 sampler RPosition: 5
Peak Area (A-s): 0.001 Peak Height (A): 0.012
Background PK Area (A-s): 0.030 Background Pk Height (A): 0.018
Blank Corrected Pk Area (A-8): 0.002

concentration (ug/L ): 0.5

Peak Area (A-S): -0.003 Peak Height (A): 0.011
Background Pk Area (A-s): 0.037 Background Pk Height (A): 0.021

Blank Corrected Pk Area (A-35): -0.002

concentration (ug/L )z -0.4 L—./Q:_ W w W (0)

Mean <Conc (ug/L > Q.0 sD: RSD(%): 115.
Sample ID: 6 Seguence No.: 00006 Sampler Position: 6
Peak Area (A-s5): 0.147 Peak Height (A): 0.191
Background PK Area (A-35): 0.041 Background PK Height (A): 0.026
Blank Corrected Pk Arega (A-35): 0.148

Concentration (ug/L Y 9.4

Peak Area (A-5): 0.159 Peak Height (A): 0.199
Background PK Area (A-s5): 0.047 Background PK Height (A): 0.031

Blank Corrected PK Area (A-s5): 0.160

Cconcentration (ug/L »): 42‘7i/. /0‘//;2 (‘//)

Mean <Conc {ug/L Y2 41.0 sh: 2,382 RSD(%): 5.6
sample |ID: 7 Seguence No.: 00007 samplier Position: 7
Peak Area (A-s): -0.000 Peak Height (A): 0.013
Background PK Area (A-3): 0.037 Background PK Height (A): 0.026
Blank Corrected PK Area (A-5): 0.001

concentration (ug/L )3 0.3

Peak Area (A-5): 0.006 Peak Height (A): 0.011
Background PK Area (A-s5): 0.036 Background PK Height {(A): 0.021

Blank Corrected PK Area (A-s): 0.007

concentration (ug/L Ji 2,0 =2 kér B//{ l

e

Mean conc tug/L ) 1.1 sh:x 1.19 RSD(%): 105.7




B e R e I N . T O s s e i B I A Y AP VO O V)

Sample I1D: 8 sSequence No.: 00008 Sampler Position: 8

Peak Area (A-s): =0.003 Peak Height (A): 0.010
Background Pk Area (A-3): 0.041 Background PK Height (A): 0.023
Bitank Corrected PK Area (A-s5): =0.002

concentration (ug/L A =0 ;4

Peak Area (A-3): 0.004 Peak Height (A)Y: 0.015
Background Pk Area (A-s5): 0.053 Background PK Height (A): 0.029

Blank Corrected PK Area (A-s5): 0.006

concentration (ug/L ): 1.5 i RGT‘ B/kl

p_—
Mean conc (ug/L ): 0.6 SD: 1.35 RSD(%): 243.8

—
sample ID: 9 sequence No.: 00009 Sampier Position: @
Peak Area (A-s): -0.004 Peak Height (A): 0.012
Background PK Area (A-s): 0.040 Background PK Height (A): 0.028
Blank Corrected Pk Area (A-s): -0.003
concentration (uga/L ) =0.7
Peak Area (A-5): -0.001 Peak Height (A): 0.009
Background PK Area (A-s): 0.029 Background PK Height (A): 0.019
Blank Corrected PK Area (A-3): 0.000 k 2
concentration (ug/L ): oA 0 ﬁZé}7— 13/

s

Mean conc (ug/L ): -0 .3 SD: 0.59 RSD(%): 200.2
Sample ID: 10 SBQUGNCB NG.: 00010 sampler Position: 10
pPeak Area (A-s): 0.000 Peak Height (A): 0.011
Background PK Area (A-S): 0.043 Background PK Height (A): 0.026
Blank Corrected PK Area (A-sS): 0.002
concentration (ug/L ): 0.4
Peak Area (A-5): =-0.001 peak Height (A): 0.010
Background Pk Area (A-S): 0.044 Background Pk Height (A): 0.027

Blank Corrected PK Area (A-s5): 0.001

Concentration (ug/L ): - T B/k@j_

—
Mean Conc (ug/L ) 0.3 sD: 0.18 RSD(%): &65.6
Sampie 1D: 11 Sequence No.: 00011 Samplier Position: 11
Peak Area (A-3): -0.001 Peak Height (A): 0.009
Backdround PK Area (A-s5): 0.046 Background PK Height (A): 0.025
Blank Corrected PK Area (A-s): 0.000-
concentration <(ug/L ) IiH Q.1
Peak Area (A-s5): -0.002 Peak Height (A): 0.010
Background PK Area (A-s): 0.041 Background PK Height (A): 0.023
Blank Corrected PK Area (A-s): -0.001
concentration (ug/L ) i =0, 2



Pl Bl R

Mean Conc {ug/L I =-0.0 SD: 0.21% RSD(%): 532.7
e e,

sample I1D: 12 Sequence No.: 00012 sampler Position: 12
RPeak Area (A-3): -0.002 Peak Height (A): 0.0190
Background Pk Area (A-5): 0.047 Background Pk Height (A): 0.024
Blank Corrected PK Area (A-s): =0.001
concentration (ug/L ): -0.3
Peak Area (A-3): 0.004 Peak Height (A): 0.010
Background PK Area (A-35): 0.042 Background Pk Height (A): 0.028
Blank Corrected Pk Area (A-s): 0.005
Concentration (ug/L ): 1.8 B k&

£ 2 | =

—
Mean Conc (ug/L ) 0.8 SRD: 1.42 RSD(%): 220.3
sample I1D: 13 sequence No.: 00013 sampler Position: 13
Peak Area (A-s5): 0.039 Peak Height (A): O.

Background PK Area (A-s5): 0.053
Blank Corrected PK Area (A-s): 0.0
concentration (ug/L ) 10 7

ight (A): 0,035

Background

Peak Area (A-3): 0.038
Background PK Area (A-3 .053
Blank Corrected P ea (A=8): 0,039
concentration g/L ) 10. 4

Peak Height (A): 0.058
Background PK Height (A): 0.033

Mean Cc (ug/L b S 10.6 sh: 0.17 RSD(%): 1.6

B N I O T T R d e B . Y S I T R R

Sample 1D: 14 Sequence No.: 00014 Sampler Position: 14

Peak Area (A-s5): 0.08¢

Background PK Area (A-s): 0.059
Blank Corrected PK Area (A-s5): 0.09
Concentration (ug/L Jlls 24 .0

Peak Height (A): 0.1
Background P fght (A): 0.036

6f<a(

bQ‘ ;'
Peak HeigMt (A): . 1585

Background PK H81ght (A): 0.04z2

Peak Area (A-s5): 0.096
Background PK Area ( 0.061
Blank Corrected Area (A-s): 0.097

mMear > )3 24 .9 sb: 1.29 RSD(%): 5.2

B R A O T O A Y N A I e I )

Sample 1D: 15 Sequence NoO.: Q0015 Sampler Position: 15
peak Area (A-s): 0.032 Peak Height (A): 0.058
Background PK Area (A-s): 0.048 Background PK Height (A): 0.033
Blank Corrected Pk Area (A-s): 0.033

concentration (ug/L b i 8.8

Peak Area (A-s): 0.038 Peak Height (A): 0.070
Background Pk Area (A-s): 0.053 Background PK Height (A): 0.032

Blank Corrected PK Area (A-3): 0.039
concentration (ug/L 3z 10.5




=3 3028 4

Mean Conc {ug/L )¢ 9.6 sDh: 1.20 RSD(%): 12.4
E—

Sample ID: 16 Sequence No.: 00016 Sampler Peosition: 16

Peak Area (A-s): 0.102 Peak Height (A): 0.167

Background Pk Area (A-s5): 0.063 Background PK Height (A): 0.038

Blank Corrected PK Area (A-5): 0.103

Concentration (ug/L ) 27 .4

Peak Area (A-s5): 0.099 Peak Height (A): 0.158

Background PK Area (A-s5): 0.049 Background Pk Height (A): 0.039

Blank Corrected PK Area (A-3): 0.100

concentration (ug/L ): 26.7 7% 306 5_’.20

Mean Conc {(ug/L E 27.0 Q.46 RESD(%): 1.%
B

Samp|6 D= 7 sgagquence No.:d 00017 Sampler Position: 17

Peak Area (A-s5): 0.004 Peak Height (A): 0.010

Background PK Area (A-s5): 0.043 BaCKground Pk Height {A)Y: ©,021

Blank Corrected PK Area (A-3): 0.005

coneentration (Ug/L b 1S 45

Peak Area (A-3): 0.000 Peak Height (A): 0.012

Background PK Area (A-3): 0.044 Background Pk Height (A): 0.025

Blank Corrected PK Area (A-35): 0.001

Concentration (ug/L ): o < I - W w &é (0)
/“

Mean <Conc (ug /L i 0.8 SD: 0.65 SD(%)
sample I1D: 18 Seguence No.: 00018 Ssamplier Position: 18
Peak Area (A-3): 0,121 Peak Height (A): 0.178
Background PK Area (A-5): 0.049 Background PK Height (A): 0.027
Blank Ccorrected PK Area (A-s8): 0.122

concentration (ug/L ) 32.6

Peak Area (A-s): 0.119 Peak Height (A): 0.168
Background PK Area (A-35): 0.050 Background PK Height (A): 0.026

Blank Corrected PK Area (A-3): 0.120

concentration (ug/L ): 2.0 29 W w 5—7@( (35)

/.
mMean Conc (ug/L 3k 32.3 sb: 0.38 RSD(%):§ 1.2
—
Sample 1D: 19 sequence No.: 00019 sampier Position: 19
Peak Area (A-s): 0.173 Peak Height (A):

Background RPK Area (A-s): 0.089 (A): 0.071
Blank Corrected Pk Area (A-35): 0.174

Concentration (ug/L Y 46 .3

£ Background PK

Peak Area (A-5): 0.169
Backdround PK Area (A-g»— 0.082
Blank Corrected Pk es (A-8): 0.170

Peak Height (A): 0.239
Background Pk Height (A): 0.069




concentration (ug/L s

306

RSD(%): 1.9

%/46 \
A 7>
Mean Conc 45 .8 SD: 0.

B i I e R e B A R N e R s R R S R

sample ID: 20 Ssequence No.: 00020 Sampler Position: 20

The sample absorbance is greater than that of the highest s
Peak Area (A-s): 0.264 Peak Heigh Yi 0,308
Background PK Area (A-s): 0.102 Back nd Pk Height (A): 0.088

Blank Corrected Pk Area (A-S): o.air

Cconcentration (ug/L ) 18

The sample absorbance is great than that of the highest standard.

Peak Area (A-s5): 0.242 Peak Height (A): 0.322
Background PK Area (A- : Background PK Height (A): 0.076
Blank Corrected Pk ea (A-8): 0.243
concentration ¢ b 64 .7

The sampl absorbance is greater than that of the highest standard.
Mean C (ug/L ) o777 SD: 4.24 RSD(%): 6.3

B . I I R B N e e A B L A Y T O N I I T e R R R T I e

sampie I1D: 21 seqgquence No.: 00021 Sampler Position: 21
Peak Area (A-s): 0.038 Peak Height (A): 0.063
Background PK Area (A-5): 0.046 Background PK Height (A): 0.023
Blank Corrected PK Area (A-35): 0.039

concentration (ug/L b 1! 10.4

Peak Area (A-35): 0.043 Peak Height (A): 0.073
Background Pk Area (A-5): 0.049 Background PK Height (A): 0.028

Blank Corrected PK Area (A-5): 0.044 L’

concentration (ug/L ): 11.7/46/' 307 J{é

Mean Cconc (ug/L Dl 14 .19 sh: 0.93 RED(%): 8.4
—

sample ID: 22 gsequence No.: 00022 Ssampler Rosition: 22

Peak Area (A-3): 0.109 Peak Height (A): 0.167

Background RPK Area (A-s5): 0.056 Background PK Height (A): 0.033

Blank Corrected Pk Area (A-s): 0.110

concentration (ug/L yi 29.3

Peak Area {(A=8): 0,112 Peak Height (A): 0.171

Background PK Area (A-3): 0.058 Background PK Height (A): 0.035

Blank Corrected PK Area (A-s5): 0.113

concentration (ug/L ): 30.1 93% 307+

Mean Cconc (ug /L p 29.7 SD: 0.58 RESD(%): 2.0
cample ID: 23 Sequence No.: 00023 Sampler Position: 23
Peak Area (A-3): 0.034 Peak Height (A): 0.062
Background PK Area (A-s5): 0.041 Background PK Height (A): 0.024
Blank Corrected PK Area (A-3): 0.035

Concentration (ug/L Dt 9.4

e 3 %




Peak Area (A-3): 0.038 Peak Height (A): 0.065
Background PK Area (A-5): 0.049 Background PK Height (A): 0.025
Blank corrected PK Area (A-s): 0.039

Concentration (ug/L ): 10.5 ﬂ 308 J{*

Mean Cconc ug/L )¢ 10.0 ’/;’7 sD: 0.74 RSD(%): 7.4
———

Sample |ID: 24 sequence No.: 00024 Sampler Position: 24

Peak Area (A-35): 0.0953 Peak Height (A): 0.154

Background PK Area (A-35): 0.046 Background PK Height (A): 0.031

Blank Corrected PK Area (A-s): 0.096

Concentration (ug/L ): 25.6

Peak Area (A-5): 0.109 Peak Height (A): 0.177

Background Pk Area (A-s5): 0.057 Background PK Height (A): 0.033

Blank Corrected Pk Area (A=8): 0.110

concentration (ug/L ): 29.3 87% 308 +;,,O

Mean Conc (ug/L ) 27 .4 sSD: 2.59 RSD(%): 9.4
’

Ssample I1D: 25 sequence No.: 00025 sampler Position: 25

Peak Area (A-s): 0.050 Peak Height (A): 0.090

Backgrounad Pk Area (A-3): 0.058 Background Pk Height (A): 0.032

Blank Corrected Pk Area (A-s): 0.051

Concentration (ug/L ): 12.6

Peak Area (A-3s): 0.048 Peak Height (A): 0.077

Background PK Area (A-s5): 0.043 Background Pk Height (A): 0.030

Blank Corrected PK Area (A-s): 0.049

Concentration (ug/L ): 13.2 5@} 307 kf

/7/

Mean Conc (ug/L )i 13.4 SD: 0.28 RSD(%R): 2.1

/
sampie 1D: 26 sequence No.: 00026 sampler Position: 26
Peak Area (A=8): 0.115 Peak Height (A): O0.181
Background PK Area (A-s5): 0.067 Background PK Height (A): 0.043
Blank Corrected PK Area (A-s): 0.116
concentration (ug/L ) 30.9
Peak Area (A-3): 0.114 Peak Height (A): 0. 181
Background PK Area (A-3): 0.058 Background PK Height (A): 0.037
Blank Corrected PK Area (A-s5): 0.115
concentration (ug/L ): 30,7 7737 :3

877 09 +2.0

Mean <Conc (ug/L » M 30.8 S 0.8 RSD(%Y: 0.6

—
sample ID: 27 sequence No.: 00027 sampler Position: 27
Peak Area (A-3): 0.0350 Peak Height (A): 0.077
Background PK Area (A-5): 0.046 Background Pk Height (A): 0.027

Blank Corrected PK Area (A-s5): 0.051

b G ¢




Concentration (ug/L 1 12.6

Peak Area (A-s): 0.044 Peak Height (A): 0.075
Background PK Area (A-3): 0.050 Background PK Height (A): 0.028
Blank Corrected PK Area (A-s): 0.045

concentration (ug/L ): 12. 1 62 3/0 J{f

,/’74”"

Mearn Cconc (Ug /L )il 12.9 sDh: 1,08 RSD(%): 8.4

i LA
sample I1D: 28 sSeguence No.: 00028 Sampler Position: 28
Peak Area (A-3): 0.115 Peak Height (A): 0.195
Background PK Area (A-s): 0.060 Background PK Height (A): 0.039
Blank Corrected PK Area (A-s): 0.116
concentration (ug/L 3 1 30.9
Peak Area (A-s): 0.107 Peak Height (A): 0.173
Background PK Area (A-3): 0.033 Background PK Height (A): 0.033

Blank Corrected PK Area (A-s5): 0.108

concentration (ugsL ): 28.7 85% 3/0+;_0

Mean Conc (ug /L ) 29 .8 sD: 1.53 RSD{(%): 5.

B T I R i e A R A I I R O O Y . I VIV P v Y R R U L R R R I

Sample ID: 29 sequence No.: 00029 Sampler Position: 29
Peak Area (A-s5): 0.003 Peak Height (A): ©0.009
Backdground PK Area (A-3): 0.040 Background PK Height (A): 0.024
Blank Corrected PK Area (A-s): 0.004
concentration (ug/L 2l 1.1
Peak Area (A-3): -0.004 Peak Height (A): 0.010C
Background Pk Area (A-s): 0.052 Background Pk Height (A): 0.024
Blank Corrected PK Area (A-s8): -0.003
concentration (ug/L ): -0.7 W w (O)
L @J

= /
Mean Conc (ug /L Yis Q.2 S92 RSD(%): 588 .7
sample ID: 30 sequence No.: 00030 sampler Position: 30
Peak Area (A-s): 0.114 Peak Height (A): 0.162
Background PK Area (A-3): 0.054 Background PK Height (A): 0.027
Blank Corrected PK Area (A-s): 0.115
concentration (ug/L ): 30.8
Peak Area (A-s8): 0.122 Peak Height (A): . 181
Background PK Area (A-3): 0.056 Background PK Henght ¢A): .029

Blank Corrected PK Area (A-s): 0.124

concentration (ug/L ): 28.6 32 W CO«O SJD( 635)

Mean Cconc (ug/L ): 31.8 ””éD: 1:9 RSD (%)

R ——
Sampile ID: 31 seqguence No.: 00031 Sampler Position: 31
Peak Area (A-s5): 0.005 Peak Height (A): 0.009
Background PK Area (A-s5): 0.046 Background PK Height (A): 0.027

bk




Blank Corrected Pk Area (A-s5): 0.006

concentration (ug/L ): 1.6

Peak Area {(A-53): =0.002 Peak Height (A): 0.009

Background PK Area (A-sS): 0.051 Background PK Height (A): 0.026

Blank Corrected PK Area (A-5): -0.001

concentration (ug/L ): -0.1 ZL;Z E;/I

Mean Cconc (ug/L IE Q.7 SD#" 121 RSD(%): 169 .4
EEEE——

sample I1D: 32 sequence No.: 00032 sampler Position: 32

Peak Area (A-s): 0.077 Peak Height (A): 0.134

Background Pk Area (A-s): 0.056 Background PK Height (A): 0.034

Blank Corrected Pk Area (A-sS): 0.079

concentration (ug/L ): 20.9

Peak Area (A-s5): 0.076 Peak Height (A): 0.133

Background PK Area (A-sS): 0.053 Background PK Height (A): 0.031

Blank Corrected PK Area (A-s): 0.077

concentration (ug/L ): 20.4 /00% 3//+2_0
SD:

Mean Conc {ug/L ): 20 .7 0.324 RSD(%): 1.7

B i S A . T e I T A I Vi

sample ID: 33 sequence No.: 00033 sampler Position: 33
Peak Area (A-s): 0.026 Peak Height (A)>: 0.042
Background PK Area (A-s5): 0.082 Background PK Height (A): 0.051
Blank Corrected PK Area (A-s): 0.027

concentration (ug/L Yills 7.8

Peak Area (A-3): 0.024 Peak Height (A): 0.047
Background PK Area (A-5): 0.078 Background PK Height (A): 0.046
Blank cCorrected PK Area (A-s): 0.025

concentration (ug/L ): 6.7 ;21 23/52

Mean Cconc cUug/iL 'l ) SD: 0.44 RBD(%): 6.2
Sample 1D: 34 sSeguence No.: 00034 Sampler Position: 34
Peak Area (A-3): 0.108 Peak Height (A): 0.158
Background PK Area (A-35): 0.092 Backdground PK Height (A): 0.059
Blank Corrected PK Area (A-sS): 0.109

concentration (ug/L ): 29.1

Peak Area (A-8): 0.117 Peak Height (A): 0.138
Background PK Area (A-s): 0.091 Background PK Height (A): 0.059

Blank Corrected Pk Area (A-5): 0.118

Concentration (ug/L ): 31.3 //57 S/2 + 20
(74
SD: 1.70

Mean Cconc (ug/L Yt 30.3 RSD(%): 5.6
ﬂ

sSample ID: 35 sequence No.: 00035 Sampler PoOsition: 35

Peak Area (A-s): 0.024 Peak Height (A): 0.036




Background PK Area (A-5): 0.064 Background PK Height (A): 0.035
Blank Corrected PK Area (A-s5): 0.025

Concentration (ug/L ) &.7

Peak Area (A-s): 0.021 Peak Height (A): 0.039

Background PK Area (A-s5): 0.061 Background PK Height (A): 0.036

Blank Corrected Pk Area (A-s): 0.022

concentration (ug/L ¥ i 5.9 é

Mean CcConc (ug /L 34 6.3 sD: 0.56 RSD(%): 8.9
—

sSample 1D: 36 Sequence No.: 00036 sampler Position: 36

Peak Area (A-3): 0.090 Peak Height (A): 0.134

Backdground PK Area (A-s): 0.068 Background PK Height (A): 0.037

Blank Corrected Pk Area (A-s5): 0.091

concentration (ug/L Y 24 .3

Peak Area (A-s): 0.096 Peak Heilght <(A): 0. 162

Background PK Area (A-35): 0.069 Background PK Height (A): 0.039

Blank Corrected PK Area (A-5): 0.098

Concentration (ug/L ): 26.0 ?ﬁt% 3/3_/_2_0
sSD: 1

Mean <Conc (ug/L b i 25 .1 . 22 RSD(%): 4.9
L0

sample (b: 3% sequence No.,: 00037 Sampler Position: 37

Peak Area (A-35): 0.036 Peak Height (A): 0.063

Background PK Area (A-3): 0.072 Background Pk Height (A): 0.040

Blank Corrected PK Area (A-s): 0.037

concentration (ug/L ): 9.9

Peak Area (A-35): 0.036 Peak Height (A): 0.060

Background Pk Area (A-s5): 0.071 Background PK Height (A): 0.038

Blank Corrected PK Area (A-s): 0.037

concentration <(ug/L ): 9.8 ‘ZQL‘ JS/L/

Mean Conc (ug /L )2 9.9 SD: 0.09 RSD(%): 0.9
———

Ssample 1D: 38 seqguence No.: 00038 Sampler Position: 38

Peak Area (A-s): 0.113 Peak Height (A): 0.177

Background PK Area (A-s): 0.085 Background PK Height (A): 0.049

Blank Corrected PK Area (A-s): 0.115

concentration «ug/L ) 30.5

Peak Area (A-s8): 0.118 Peak Height (A): 0.182

Background PK Area (A-3): 0.082 Background PK Height {(A): 0.048

Blank Corrected PK Area (A-s5): 0.119

concentration (ug/L ): 31.7 /0(0% 5/17[_7[_20

Mean Cconc (ug/L s 31 .1 0.86 RSD(%): 2.8

—

P T O e e L S T N I T i dr A A I R

sample 1D: 39 sequence No.: 00039 Sampler Position: 39

M




Peak Area (A-s): -0.002 Peak Height (A): 0.010

Background Pk Area (A-3): 0.055 Background Pk Height (A): 0.025
Blank Corrected PK Area (A-s5): -0.000

Concentration (ug/L ): -0.1

Peak Area (A-s5): -0.001 Peak Height (A): 0.008
Background PK Area (A-s5): 0.050 Backdground Pk Height (A): 0.023

Blank Corrected PK Area (A-5): 0.001

concentration (ug/L ): 0.2 42 W W 6& (0>
gm——— ' .

Mean Cconc (ug/L )i 0.0 Shz 9. 19 RSD{(%): 798.8
e

Sample 1D: 40 Seguence No.: 00040 sampler Position: 40

Peak Area (A-3): 0.118 Peak Height (A): 0.189

Background Pk Area (A-3): 0.059 Background PK Height (A): 0.029

Blank Corrected Pk Area (A-s): 0.119

Cconcentration (ug/L ) 31.8

Peaak Area (A-5): 0.131 Peak Height (A): 0.194

Background PK Area (A-35): 0.060 Background PK Height (A): 0.029

Blank Corrected PK Area (A-s5): 0.132

concentration (ug/L ): 35.3 5[_/ M @/ 5#/ (35)

Mean Conc (ug/L ): 33.5 — 8D: 2.47 RSD(%): 7.4




Element File: AS_C
Date: 11/16/87
Data Storage File:
Technigue: HGA

LR I P VP VP VR R O O v PR v v

Sample 1D: Blank

Peak Area (A-s): -
Background PK Area
Blank Corrected PK

Peak Area (A-35): 0O
Background PK Area
Blank Corrected PK

Mean PK Area (A-5):

AUto~Zero performe

R T . R R VI VP Vi Vi VPV )

sample ID: Standar

Peak Area (A-S): O
Background PK Area
Blank Corrected PK

Peak Area (A-s5): O
Background Pk Area
Blank Corrected Pk

Mean PK Area (A-s5):

Standard number 1

LP Element: AsS
Time: 13:38
As_data ID/7weight File:

calibration Type: Linear

L I i s e  E E E Va  a E  R E R

Seqguence No.: 00001 sampler RPosition: 1
0.000 Peak Height (A): 0.023
(A-3): 0.048 Background PK Height (A): 0.034

Area (A=s8): -0.000

.004 Peak Height (A): 0.017
(A-5): 0.050 Background PK Height (A): 0.034
Area (A-3): 0.004

0.002 §D: 0.0027 RSD(%): 141.7
a.
a1 Seqguence No.: 00002 Sampler Position: 2
.080 Peak Height (A)Y: 0.116
(A=5): 0.057 Background PK Height (A): 0.033

Area (A-35): 0.078
.076 Peak Height (A): 0.124
(A-5): 0.061 Background PK Height (A): 0.036
Area (A-3): 0.074
0.076 SD: 0.0026 RSD(%): 3.4

applied.
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Sample ID: Standard 2 sSeguence No.: 00003 Sampler Position: 3

Peak Area (A-5): 0.1328 Peak Heidght (A): 0.194

Background PK Area (A-35): 0.064 Background Pk Height (A): 0.035

Blank Corrected PK Area (A-s): 0,136

concentration (Ug/L M 35.8

Peak Area (A-3): 0.150 Peak Height (A): 0.212

Background PK Area (A-s5): 0.053 Background PK Height (A): 0.033

Blank Corrected Pk Area (A-S): 0.148

Concentration (ug/L ) ] 38.9

Mean Conc cug /il Al 37 .4 sh: 2.238 RSD<(%): 6.0

Standard number 2 appilied. L 39 .01

sample ID: Standard 3 sequence No.: 00004 sampler Position: 4

Peak Area (A-s): 0.193 Peak Height (A): ©.255

Background PK Area (A-3): 0.060 Background Pk Height (A): 0.0X9

Blank Corrected Pk Area (A-sS): 0.191

concentration (ug/L ): 47.8

Peak Area (A-s): 0.205 Peak Height (A): 0.300

Background PK Area (A-s): 0.073 Background PK Height (A): 0.039

Blank Corrected Pk Area (A-s): 0.203

concentration (ug/L b M 90.8

Mean Conc (ug/L ) HE 49 .3 S 2,12 RSD(%): 4.3

standard number 3 applied. I 50.01

sample (D: & seguence No.: 00003 Sampler Position: S

Peak Area (A-35): 0.005 Peak Hejght <(AY: Q.01%7

Background Pk Area (A-s): 0.050 Background PK Height (A): 0.033

Blank Corrected Pk Area (A-s5): 0.003

concentration (ug/L ): 0.8

Peak Area (A-s): =0.002 Peak Heilght (A): O0.04%7

Background PK Area (A-s5): 0.057 Background PK Height {A): 0.034

Blank Corrected Pk Area (A=s8): =0.003

concentration (ug/L ) : -0.9 Z’a 6@ (0
[ . =

Mean Conc (ug /L bl =00 sSp: | 1.249 RESDURY: 1839.2

sample ID: & sequence No.: 00006 sampler Position: 6

Peak Area (A-s): 0.176 Peak Height (A): 0.218

Background PK Area (A-3s): 0.060 Background PK Height (A): 0.034

Blank Corrected PK Area (A-s): 0.175

concentration (ug/L ): 44 1

Peak Area (A-s5): 0.179 Peak Height (A): 0.231




Background PK Area (A-5): 0.064 Background Pk Height (A): 0.035
Blank Corrected PK Area (A-s5): 0.177

concentration (ug/L ) 44 .8 L//lf_ /CV——' 2 (‘71/>

Mean Conc (ug/L ): 44 . 4 sD: 0.52 RSD(%): 1.2
sample I1D: 7 Sequence No.: 00007 Sampler Position: 7
Peak Area (A-s5): 0.043 Peak Height (A): 0.083
Background PK Area (A-3): 0.071 Background Pk Height (A): 0.040
Blank Corrected PK Area (A-5): 0.041

Concentration (ug/L ) 10.5

Peak Area (A-s): 0.048 Peak Height (A): 0.073
Background PK Area (A-3): 0.066 Background PK Height (A): 0.041

Blank Corrected PK Area (A-s5): 0.046

concentration (ug/L ): 11:;;ﬂ o égc)é;/g /l/

Mean Conc (ug/L ): : s ol SD: 0.88 RSD(%): 8.0
M

Sample I1D: 8 sequence No.: 00008 sampler Position: 8

Peak Area (A-s): 0.117 Peak Height (A): 0.191

Background PK Area (A-s): 0.075 Background PK Height (A): 0.045

Blank Corrected PK Area (A-s): 0,115

concentration (ug/L il 29.0

Peak Area (A-s): 0.143 Peak Height (A): 0.215

Background Pk Area (A-s): 0.085 Background Pk Height (A): 0.049

Blank Corrected Pk Area (A-s): 0. 141

concentration (ug/L ): 25,8 /0@% 305,4 +20

Mean Conc (ug/L ): 32.3 4.65 RSD(%): 14.4
—

sampilie iD: © Seguence No.: 00009 Sampler Position: 9

Peak Area (A-s): 0.091 Peak Height (A): 0.158

Background PK Area (A-35): 0.081 Background Pk Height (A): 0.044

Blank Corrected PK Area (A-35): 0.089

concentration (ug/L ) i 2e.6

Peak Area (A-s): 0.108 Peak Height (A): 0.141

Background Pk Area (A-s5): 0.082 Background PK Height (A): 0.047

Blank Corrected PK Area (A- 5) 0 106

concentration (ug/L ): 6 30(0 J&.

Mean Conc (ug/L ) i 24 .6 D: 2.94 RSD«(%): 12.0
m————

Sample ID: 10 seguence No.: 00010 sampler Position: 10

Peak Area (A-s5): 0.17 Peak Height (A): 0.250

Background PK Area (A-s5): 0.093 Background PK Height (A): 0.062

Biank Corrected PK Area (A-s5): 0.195

concentration (ug/L )i 49 .3



Peak Area (A-s): 0.181 Peak Height (A): 0.246

Background Pk Area (A-3): 0.090 Background PK Height (A): 0.053

Bilank Corrected PK Area (A-s): 0.179

concentration (ug/L ): 45.3 //(7/90 30é*_:22)

Mean Conc (ug/L - 47 . 3 SD; 2,87 RSD(%): 6.1
——

Sample I1D: 11 seguence No.: 00011 sampler Position: 11

Peak Area (A-35): 0.028 Peak Height (A): 0.049

Background PK Area (A-3): 0.074 Background PK Height (A): 0.040

Blank Corrected Pk Area (A-s): 0.027

concentration (ug/L ): 6.7

Peak Area (A-s5): 0.030 Peak Height (A): 0.044

Background PK Area (A-3): 0.077 Background PK Height (A): 0.044

Blank Corrected PK Area (A-s5): 0.028

Concentration (ug/L ) : 7.1 7/ 3/59
SD:

Mean Cconc (ug /L ): 6.9 0.31 RSD(%): 4.5
—

sampile 1D: 12 Sequence No.: 00012 Sampler Position: 12

Peak Area (A-s): 0.112 Peak Height (A): 0.170

Background PK Area (A-5): 0.079 Background PK Height (A): 0.050

Blank Corrected PK Area (A-s): 0.110

Concentration (ug/L I 77

Peak Area (A-s5): 0.120 Peak Height (A): 0.1357

Background PK Area (A-5): 0.078 Background PK Height (A): 0.046

Blank Corrected PK Area (A-s5): 0.118

concentration (ug/L ): 29.9 //0% 3/5/9 +;LO

Mean conc (ug /L ) 28.8 RSD(%): 5.3

B s e e A T R T L R R P O V.

sample |1D: 13 Sequence NO.: 00013 sampler Position: 13

Peak Area (A-s): 0.018 Peak Height (A): 0.040

Background PK Area (A-S): 0.079 Background Pk Height (A): 0.044

Blank Corrected Pk Area (A-s): 0.016

concentration (Ug/L o 4 1

Peak Area (A-s): 0.028 Peak Height (A): 0.041

Background Pk Area (A-sS): 0.066 Background Pk Height (A): 0.037

Blank Corrected Pk Area (A-s5): 0.026 E;

Concentration (ug/L ): 6.6 2 3/56

Mean Conc (ug/L ): 5.3 SD: 1.75 RSD(%): 32.7
—

sample ID: 14 sequence No.: 00014 sampler Position: 14

Peak Area (A-s): 0.096 Peak Height (A): 0.161

Background Pk Area (A-s): 0.084 Background Pk Height (A): 0.050

Blank Corrected Pk Area (A-sS): 0.094

concentration (ug/L i 23.7

S



Peak Area (A-3): 0.109 Peak Height (A): 0.164
Background PK Area (A-35): 0.063 Background Pk Height (A): 0.037
Blank Corrected PK Area (A-S8): 0.107

Concentration (ug/L ): 26.9 /00% 3,58 _{,_;o

Mean Conc (ug/L ) 25 .3 2.24 RSD(%): 8.9
—————

Ssample ID: 15 sequence No.: 00015 sampler Position: 15

Peak Area (A-5): 0.036 Peak Height (A): 0.048

Background RPK Area (A-s5): 0.073 Background PK Height (A): 0.045

Blank Corrected Pk Area (A-s5): 0.034

Cconcentration (ug/L 2 8.6

Peak Area (A-s): 0.032 Peak Height (A): 0.047

Background PK Area (A-35): 0.083 Background PK Height (A): 0.046

Blank Corrected PK Area (A-s): 0.030 25

concentration (ug/L ): 7.5 / 5/ (P

Mean conc (ug/L Y 8.1 SD: QKT RSD(%): 9.5
M

Sample I1D: 16 sequence No.: 00016 sampler Position: 16

Peak Area (A-5): 0.124 Peak Height (A): 0.173

Background PK Area (A-s5): 0.076 Background PK Height (A): 0.049

Blank Corrected Pk Area (A-s): 0.122

concentration (ug/L b AlE 30.8

Peak Area (A-s): 0.121 Peak Height (A): 0.181

Background PK Area (A-s5): 0.090 Background PK Height (A): 0.048

Blank Corrected PK Area (A-s): 0.119

Concentration (ug/L ): 30.1 //;% B/b +2—O

Mean Conc (ug/L ): 30.4 SD: 0.49 RSD (%)

—/
sample |1D: 17 sequence No.: 00017 sampler Position: 17
Peak Area (A-53): ~-0.002 Peak Height (A): 0.019
Backdground Pk Area (A-3): 0.056 Background Pk Height (A): 0.031
Blank Corrected PK Area (A-s): -0.004
concentration (ug/L )i =0.9
Peak Area (A-s5): =0.010 Peak Height (A): 0.016
Background PK Area (A-3s): 0.063 Background PK Height (A): 0.036&
Blank Corrected PK Area (A-5): =-0.011
concentration (ug/L ) -2.9 W W O)

&2
Mean <conc (ug/L ) -1.9 RSD(%) :
p Tl

sSample ID: 18 seguence No.: 00018 sampler Position: 18
Peak Area (A-3): 0.141 reak Height (A): 0.191
Background Pk Area (A-3): 0.056 Background Pk Height (A): 0.030

Blank Corrected PK Area (A-3): 0.140

R 520



concentration (ug/L Yi: 35.2

Peak Area (A-5): 0.131 Peak Height (A): 0.191

Backdround PK Area (A-5): 0.065 Background PK Height (A): 0.0353

Blank Corrected PK Area (A-s5): 229

concentration (ug/L ) : 32 6 34 W w % @5

Mean Conc (ug/L 3|3 33.9 : RSD (%)
#

sample ID: 19 sequence No.: 00019 sampler Position: 19

Peak Area (A-s5): 0.030 Peak Height (A): 0.0435

Background Pk Area (A-3): 0.061 Background Pk Height (A): 0.033

Blank Corrected PK Area (A-s5): 0.028

Concentration (ug/L ): il

Peak Area (A-s): 0.022 Peak Height (A): 0.045

Background PK Area (A-5): 0.080 Background PK Height (A): 0.042

Blank corrected PK Area (A=s5): 0.020

concentration (ug/L ): 5.1 67 33,’7

Mean conc {ug/L il 6.1 SB: 1.87 RBD{RI: B2 .S

)

sample ID: 20 sequence No.: 00020 sampler Position: 20

Peak Area (A-s5): 0.109 Peak Height (A): 0.164

Background Pk Area (A-s): 0.087 Background Pk Height (A): 0.048

Blank Corrected PK Area (A-s): 0. 107

concentration (ug/L ): 27.1

reak Area (A-s8): 0.113 RPeak Height (A): 0.164

Background PK Area (A-s5): 0.076 Background PK Height (A): 0.042

Blank Corrected PK Area (A-s): 0.111

concentration (ug/L ): 28.0 /07% 3/7+2__O

Mean Cconc (ug/L A 27 .9 0.67 RSD(%): 2.4
————

Samplie 1D: 21 Sequence No.: 00021 Sampler Position: 21

Peak Area (A=s5): 0.020 Peak Height (A): 0.039

Background PK Area (A-s5): 0.076 Background PK Height (A): 0.043

Blank Corrected Pk Area (A-s): 0.018

concentration (ug/L ): 4.6

Peak Area (A-s5): 0.027 Peak Height (A): 0.054

Background PK Area (A-s): 0.070 Background PK Height (A): 0.038

Blank Corrected PK Area (A-3): 0.025

concentration (ug/L ): 6.3 } 3/8

Mean Conc (ug/L s o ) ShHh: 1.16 RED(%): 21.2
—————

sample ID: 22 seguence No.: 00022 Ssampler Position: 22

Peak Area (A-5): 0.098 i Peak Height (A): 0.158

Background PK Area (A-3): 0.087 Background PK Height (A): 0.046

v. 159




Blank Corrected PK Area (A-3): 0.096

concentration (ug/L i 24 .2
Peak Area (A-s5): 0.109 Peak Height (A): 0.187
Background PK Area (A-s): 0.078 Background PK Height (A): 0.043

Blank Corrected PK Area (A-s): 0.107

concentration (ug/L ): 27.0 /0/70 3/8../.2,0
SD: 1.94

Mean Conc (ug /L )i 25.6 RSD(%): 7.6
gr—

samplie 1D: 23 Seguence No.: 00023 sampler Position: 23

Peak Area (A-s): -0.006 Peak Height (A): 0.020

Background PK Area (A-s): 0.071 Background Pk Height (A): 0.038

Blank Corrected PK Area (A-s5): -0.008

concentration (ug/L ) =1.9 2 :

Peak Area (A-s5): -0.003 Peak Height (A): 0.018
Backdround PK Area (A-35): 0.066 Background PK Height (A): 0.042
Blank Corrected PK Area (A-s): -0.005

concentration (ug/L ): -1.8 4.3 'ﬁﬁ)!J
——

Mean <Conc (ug/L ): =1.6 SD: 0.46 RED(%): 28.3
—

sample |ID: 24 sequence No.: 00024 Sampler Position: 24

Peak Area (A-s): 0.087 Peak Height (A): 0.136

Background PK Area (A-5): 0.076 Background PkK Height (A): 0.045

Blank Corrected PK Area (A-3): 0.085

concentration (ug/L ) 21.6

Peak Area (A-s): 0.087 Peak Height (A): 0.142 53621k)’fglc)

Background PK Area (A-35): 0.070 Background PK Height (A): 0.037

Blank Corrected PK Area (A-s): 0.085

concentration (ug/L ) : 21.6 /08 D M
sD:

Mean Cconc (ug/L ) 21.6 0.01 RSD(%): 0.0

B I e A B Y i B O e e e A L AL T T P T O O . e L L R R R VI O VPV VP VP

Sample ID: 2% Sequence NO.: 00025 Sampler Position: 25
Peak Area (A-sS): 0.071 Peak Height (A): 0.097

Background Pk Area (A-s): 0.087 Background Pk Height (A): 0.048
Blank Corrected PK Area (A-s): 0.069

Concentration (ug/L ) : 17 .4

Peak Area (A-s): 0,074 Peak Height (A): 0.100

Background Pk Area (A-s): 0.089 Background Pk Height (A): 53
Blank Corrected PK Area (A-s): 0.072 //’
concentration (ug/L ): 18 .1 3/ Y
Mean Conc (ug/L - 17.8 ° SD: 0.48 RSD(%): 2.7
Sample I1D: 26 sequence No.: 00026 sampler Position: 26
Peak Area (A-s): 0.132 Peak Height (A): O.197



85%

Background PK Height (A): 0.054
Peak Height (A): 0.216
Background Pk Height (A): 0.085

327+20

B O T N L L A R R T Ve

Background PK Area (A-5): 0.095

Blank Corrected PK Area (A-35): 0.131

concentration (ug/L ) 33.0

Peak Area (A-s5): 0.145

Background PK Area (A-s5): 0.094

Blank Corrected PK Area (A-5): 0.143

Concentration (ug/L 3 36.2

Mean cConc (ug/L ) 34.6 SD:
S —

Sampie 1D: 27 sSequence No. :

Peak Area (A-3): 0.054

Background PK Area (A-s): 0.084
Blank Corrected PK Area (A-s): 0.052
Concentration (ug/L )¢ 13.1
Peak Area (A-35): 0.057

Background PK Area (A-3 .086

2.30 RSD(%): &6.7
00027 Ssampler Position: 27
Peak Height (A): 0.091
Background PK Height (A): 0.043
Peak Height (A): 0.088
Background PK Height (A): 0.042

0.63 RSD(%): 4.7

B R N . . R s R . L O e . A R R R

Blank Corrected P fea (A-s): 0.056
Concentratiop—~ug/L ): 14 .0
Mean nc (ug/L ) = 13.6 SD:
sample ID: 28 Sequence No. :
Peak Area (A-s): 0.117
Background Pk Area (A-S): 0.079
Blank Corrected Pk Area (A-s): 0.
concentration (ug/L b 1 29 .

«
Peak Area (A-S5): 0.113 QZ‘qi

(A= 0.084

Background PK Area :
(A=8E): 0O.-

Blank Corrected P rea 111

concentration a/L ): 28.0

Mean C (ug/L ) 28.6 SD:
e —

Samplie ID: 29

Peak Area (A-35): 0.001

Background PK Area (A-35): 0.063

Blank Corrected PK Area (A-s): ~0.001

concentration (ug/L ): -0.3

Peak Area (A-5): -0.004

Background PK Area (A-s5): 0.059

Blank Corrected PK Area (A-s): -0.,006

concentration (ug/L ys -1.4 :3
e
g2

Mean Conc (ug/L )i -0.8 SD:

—

sequence NO. :

00028 Sampler Position: 2

Peak Height -
PkeHeight (A): 0.045

e/

.z)ée‘WJjS

Peak Height (A):
Background PK Height

0.198

(A): 0.046

L R O A B R A A A I e

0.81 RSD(%): 2.8
00029 sampler Position: 29
Peak Height (A): 0.021
Background Pk Height (A): 0.036
peak Height (A): 0.014
Background Pk Height (A): 0.035

0.79 RSD (%) :

(0)
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Sample ID: 30

sequence No.:

000320 Sampler Position: 30

181




Peak Area (A-s): 0.136 Peak Height (A): 0.192

Backdground PK Area (A-s5): 0.068 Background PK Height (A): 0.042
Blank Corrected Pk Area (A-3): 0.134

concentration (ug/L ) < ¢ kT4

Peak Area (A-s): 0.134 Peak Height (A): 0.1@2
Backdground PK Area (A-s5): 0.068 Background PK Height (A): 0.035

Blank Corrected PK Area (A-s): 0,132

concentration (ug/L ): 33.3 Q33“§ QIQ&
"9\ ()
2~ 8D 0.29 :

Mean Conc {ug/L > Hi 38 .5: RSD (%)

_
Sample 1D: 31 sequence No.: 00031 Sampler Position: 31
Peak Area (A-35): 0.080 Peak Height (A): 0.127
Background PK Area (A-3): 0.087 Background Pk Height (A): 0.048
Blank Corrected PK Area (A-s): 0.079
concentration (ug/L ): 19.8
Peak Area (A-s): 0.085 Peak Height (A): 0.129
Background PK Area (A-s): 0.089 Background PK Height (A): 0.054
Blank Corrected Pk Area (A- s) 0 083 l
concentration (ug/L ): Lf JSEZF?
Mean Conc (ug/L b 1 20.4 SD: 0.838 RSD(%): 4.0
sample ID: 32 seguence No.: 00032 sampler Position: 32
Peak Area (A-35): 0.165 Peak Height (A): 0.237
Background PK Area (A-3): 0.086 Background PK Height (A): 0.063
Blank Corrected PK Area (A-3): 0.163
concentration (ug/L ): 41.1
Peak Area (A-5): 0.166 Peak Height (A): 0.248
Background PK Area (A-s): 0.096 Background PK Height (A): 0.063

Blank Corrected Pk Area (A-5): 0.164

concentration (ug/L J: 41.5 /05% 3;9_/_;)_0

Mean conc (ug/L ): 41.3 sSD: 0.28 RSD(%): 0,7
Sample 1D: @ Seguence No.: 00033 sampler Position: @9
Peak Area (A-s): 0.063 Peak Height (A): 0.106
Background Pk Area (A-3): 0.087 Background PK Height (A): 0.047
Blank Corrected PK Area (A-5): 0.061

Concentration (ug/L 2 15.95

Peak Area (A-5): 0.065 Peak Height (A): 0.100
Background PK Area (A-s5): 0.083 Background PK Heidght (A): 0.041

Blank Corrected PK Area (A-5): 0.063
concentration (ug/L ): 15.9 gil, 23536) /EE'

Mean Conc (ug/L ik 9.7 sD: 0.30 RED(%): 1.9

T I s A A A i Y s A A i

sample I1D: 10 Sequence No.: 00024 Sampler PoOsition: 10

rn,u




Peak Area (A-s): 0.156

Peak Height (A): 0.232

Background Pk Area (A-sS): 0.091 Background Pk Height (A): 0.046

Blank Corrected Pk Area (A-S): 0.154

concentration (ug/L b I 38.9

Peak Area (A-s): 0.144 Peak Height (A): 0.225

Background Pk Area (A-S): 0.097 Background Pk Height (A): 0.057

Blank Corrected PK Area (A-s): 0.142

Concentration (ug/L ) : 35.9 ?7 + 20
/CD fo) 23:3(9 ;2

Mean conc (ug/L ) : 27 .4 sD: 2.11 RSD(%): 5.6

——

sample ID: 11 Seqguence No.: 00035 sampler Position: 11

Peak Area (A-s): 0.075 Peak Height (A): 0.120

Background PK Area (A-s): 0.099 Background Pk Height (A): 0.057

Blank Corrected Pk Area (A-s): 0.073

Concentration (ug/L b BH 18. 5

Peak Area (A-s): 0.076 Peak Height (A): 0.125

Background PK Area (A-3): 0.093 Background Pk Height (A): 0.049

Blank Corrected PK Area (A-s): 0.074 |

concentration (ug/L ) 5 18.6 % 33/ /

Mean conc (ug/L ) : 18.5 - SD: 0.08 RSD(%): 0.4

—
Sampilie [D: 12 Seguence No.: 00036 Sampilier Position: 12
Peak Area (A-5): 0.161 Peak Height (A): 0.237

Backdground PK Area (A-s5): 0.102 Background PRk Height (A): 0.053
Blank Corrected Pk Area (A-3): 0.159
concentration (ug/L ) : 40.2
Peak Area (A-s): 0.168 Peak Height (A): 0.248
Background PK Area (A-s): 0.101 Background Pk Height (A): 0.058
Blank Corrected Pk Area (A-3): 0.166
concentration (ug/L ): 41.9 //5397 /

(2 CECTE Solg)
Mzan Cone (ug/L )i 41.0 gh: 1.88 RSD(%): 3.0

——

sample ID: 13 Sequence No.: 00037 samplier Position: 13
Peak Area (A-s): 0.068 Peak Height (A): 0.101
Background PK Area (A-5): 0.091 Background Pk Height (A): 0.046
Blank Corrected PK Area (A-S): 0.066
concentration (ug/L ) 1 16 .7
Peak Area (A-s): 0.076 Peak Height (A): 0.108
Background PK Area (A-s): 0.082 Background Pk Height (A): 0.042
Bilank Corrected PK Area (A-s5):

concentration (ug/L )i

0.074

18.8 f;
/73'/

(UgZL | Y 17.7

—

Mean Conc

SD:

220 | =

1.49 RSD(%): 8.4

R A i A . O O S B R R e s T e A A A I I VA I I S i R R R
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sSample ID: 14 Sequence No.: 000328 Sampler Position: 14

Peak Area (A-s): 0.141 Peak Height (A): 0.206
Background PK Area (A-s5): 0.092 Background PK Height (A): 0.030
Blank Corrected PK Area (A-S): 0.139

concentration (ug/L 3 35. 1

Peak Area (A-s): 0.143 Peak Height (A): 0.217
Background Pk Area (A-35): 0.093 Background PK Height (A): 0.0352

Blank Corrected PK Area (A-s5): 0.141

concentration (ug/L ) 35.7 89? 332_ +.;O

Mean Conc (ug/L  ): 35.4 0.39 RSD(%): 1.1
sSample I1D: 15 Sequence No.: 00039 sampier Position: 15
Peak Area (A-s5): 0.058 Peak Height (A): 0.100

Background Pk Area (A-3): 0.087 Background Pk Height (A): 0.043
Blank Corrected Pk Area (A-3): 0.056

concentration (ug/L ): 14,1

Peak Area (A-3): 0.067 Peak Height (A): 0.106

Background PK Area (A-s): 0.086 Background Pk Height (A): 0.044
Blank Corrected Pk Area (A-5): 0.065 /L,
concentration (ug/L ): 16 .4 521, :3:3&5/4; 2
Mean conc  (ug/L  ): 15.3‘/’1 8Dt 1.67 RSD(%): 11.0
sample 1D: 16 seguence No.: 00040 sampler Position: 16
Peak Area (A-s): 0.155 Peak Height (A): 0.207

Background Pk Area (A-s): 0.084 Background PK Height (A): 0.041
Blank Corrected Pk Area (A-s): 0.153

concentration (ug/L ): 38.6

Peak Area (A-s): 0.143 Peak Height (A): 0.213

Background PK Area (A-3): 0.095 Background PK Height (A): 0.046

Blank Corrected PK Area (A-s): 0.141

concentration (ug/L ) : 35.5 09% 3334 + 20

Mean conc (ug/L ): 37.1 5 RSD(%): 5.9

Ssample ID: 17 Seguence No.: 00041 Samplier PRosition: 17

Peak Area (A-sS): -0.003 pPeak Height (A): 0.018

Background PK Area (A-s): 0.062 Background PK Height (A): 0.034

Blank Corrected Pk Area (A-s5): -0.005

concentration (ug/L s =il

Peak Area (A-s): -0.009 Peak Height (A): 0.014

Background PK Area (A-s5): 0.065 Background PK Height (A): 0.032

Blank Corrected PK Area (A-s): -0.010

concentration (ug/L ): -2.6 3 W C‘Zb( O

3

Mean Conc (ug/L ): -2.0 sD: 0.92 RSD(%): 46.2

e ———






